[Single nucleotide polymorphism of XRCC1 gene in Bouyei and Shui populations].
To analyze the single nucleotide polymorphisms (SNPs), the genotype combinations and the allele frequency distributions of the X-ray repair cross-complementing gene 1 (XRCC1) C26304T, G27466A and G28152A in Bouyei and Shui populations. Genomic DNA of leukocytes in venous blood was obtained from 192 Bouyei people and 197 Shui people. The SNPs of XRCC1 C26304T, G27466A and G28152A were genotyped by polymerase chain reaction restrained fragment length polymorphism technique (PCR-RFLP). Three SNPs were identified in XRCC1 C26304T, G27466A and G28152A, which were located in the exon 6, 9 and 10 respectively. All of the gene distributions matched the equilibrium law of Hardy-Weinberg. Eight genotype combinations were found in C26304T and G28152A. Seven genotype combinations were found in C26304T and G27466A. Seven genotype combinations were found in G28152A and G27466A. This study reveals the features of the SNPs, the genotype combinations and the allele frequency distributions of XRCC1 and provides essential data for future studies regarding the relationship between XRCC1 SNPs, its physiological function and diseases.